
FILE TEST OPERATORS





DEBUGGING





/string/       do a forward string search in d program

?string? Do a reverese string search

S dispays all sub routies in program one per line

f execute d reminder of a sub routine

w n display lines sorrounding line n

D all break points

- Display lines b4 d current line

l list d next few lines of code vth line no

l n+m display m lines starting frm nth line

l n-m display lines starting frm m to n

l sub display code vthin sub routine

L list all break points



REGULAR EXPRESSIONS





ESCAPE CHARACTERS



CHARACTER SET





ANCHORS



OPTIONS OF SUBSTITUTION OPERATOR

OPTIONS OF TRANSLATION OPERATOR



/bkw/ matches only kw present at beginning of a word

/kw\b/ matches only kw present at end of a word

/\bkw\b/ matches exactly kw

/\Bkw/ match only kw present at the end or within d word









BIOPERL







Another common sequence manipulation task for nucleic acid sequences
is locating restriction enzyme cutting sites. Bioperl provides the 
Bio::Restriction::Enzyme, 
Bio::Restriction::EnzymeCollection, 
Bio::Restriction::Analysis objects for this purpose. 
These modules replace the older module Bio::Tools::RestrictionEnzyme.
A new collection of enzyme objects would be defined like this: 

use Bio::Perl;
use Bio::Restriction::EnzymeCollection; 

my $ae = Bio::Restriction::EnzymeCollection->new(); 

my $six_cutter_collection = $ae->cutters(6); 

for my $enz ($six_cutter_collection)

{ print $enz->name,"\t",$enz->site,"\t",$enz->overhang_seq,"\n"; 

# prints name, recognition site, overhang
} 

http://www.bioperl.org/wiki/Module:Bio::Restriction::Enzyme
http://www.bioperl.org/wiki/Module:Bio::Restriction::EnzymeCollection
http://perldoc.perl.org/functions/print.html


$seqobj = Bio::Seq->new(-seq => "AALLHHHHHHGGGGPPRTTTTTVVVVVVVVVVVVVVV"); 

use Bio::Tools::Sigcleave;

$sigcleave_object = new Bio::Tools::Sigcleave ( -seq => $seqobj, 
-threshold => 3.5, -description => 'test sigcleave protein seq', ); 

%raw_results = $sigcleave_object->signals; 

$formatted_output = $sigcleave_object->pretty_print; 
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